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Table 1 Total number of cases, male and female cases and their proportion

of other infectious diarrheal diseases by age group in China from 2010 to 2020

By dilkd

e A [ e 54 o T P B ) 8 Bl
Rt/ 5 (it /%) (5 /%) HESILE
0-<! 2750 753(24.41) 1686 173 (6131) 1064 580(38.69) 158 1.00
1-<2 2 164 858(19.21) 130 376 (60.22) 861 098 (30.78) 151 1.00
2.3 624 921(5.55) 378 601 (60.58) 246 320(30.42) 154 1.00
3t 309 733(2.75) 186 887 (60.34) 122 846 (39.66) 152 1.00
4-<5 180 $18(1.60) 109 760 (60.71) 71 049(39.20) 154 1.00
5-<6 124 410(1.10) 75912 (61.02) 48 498 (38.98) 157 1.00
6-<7 96 286(0.85) 50 475 (61.77) 36 811(38.23) 1.62: 1.00
7-<8 75 $99(0.67) 47 013 (61.95) 28 876(38.05) 16 1.00
8- <9 66 431(0.59) 41 43(62.39) 24 988 (37.61) 1.6 1.00
9-<10 50 072(0.52) 37077 (62.77) 21 995(37.23) 169 1.00
10~ <15 231 515(2.05) 147 471 (63.71) 4 044(36.29) 175 1.00
15~ <20 269 168(2.39) 154 464 (57.39) 114 704 (42.61) 135 1.00
20~ <25 358 662(3.18) 176 365 (49.17) 182 297 (50.83) 0.97: 1.00
25 <30 463 962(4.12) 226 534 (48.83) 237 28(51.17) 0.95 5 1.00
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Causes of diarrhea | Enteric viruses Cellular mechanisms

Gut homeostasis Rotavirus, norovirus, and astrovirus Intestinal villus blunting, apical transporter

disruption protein mis-localization, and tight junction
protein alteration

Enteric nervous Rotavirus, adenovirus, and SARS-CoV- | Intestinal serotonin secretion and altered gut

system activation 2 motility

Viroporin function | Rotavirus, rhesus calicivirus, astrovirus, | Cellular calcium signaling dysregulation and
Ebola virus, poliovirus, and SARS-CoV- | beyond
2?

Host immune Non-replicating rotavirus Unknown
response?
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