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JEFHEARRE PR AR A N AEAT BT B R (B 2), IXEEN A 1176 442 HP
H(33.31%), WA KITE 30-59 & F 8B (1) HP JE&Je 2 % 25 FE i 2% (3 H [ %
(LDL-c). Hh=FE&(TG)H S iHEBE(TC) /K 535 =T HP B 1EANM4(P<0.05),
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Table 1 General data of patients in the two groups (using student's t test or chi-square test)

Variable H. pylori-positive group n=1176(%) H. pylori-negative group n=2354(%) /X2 P
Gender 1543 0.00
male 914(7772) 1684(71.54)
Female 262(2228) 670(28:46)
Average 42.19+1056 4266+10.76 122 022
age/year
Age category/year 2327 0.00
20-29 19(15.83) 101(84.17)
30-39 567(3559) 1026(64.41)
40-49 270(3354) 535(6646)
50-59 243(32.79) 498(67.21)
=60 77(2841) 194(7159)
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Table 3 Influencing factors of H. pylori infection in binary logistic regression model

Variable B SE Waldy2 OR 95% C P

elevated LDL-c 0742 0087 72692 2100 1.771-2491 0000
elevated TC 1.045 0.124 71573 2844 2.232~3623 0000
male 0237 0094 6357 1.267 1.054~1524 0012
40-49 age 0471 0.156 9176 1.602 1.181~-2173 0002
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